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(l\) GENERAL INFORMATION: 
(i\ APPLICANT: Vijg, Jan 

(ii\ TITLE OF INVENTION: BRCA1 And hMLHl Gene Primer Sequences And 
Methbd For Testing 

(iii) \ NUMBER OF SEQUENCES: 122 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Rines & Rines 

(B) STREET: 81 North State Street 

(C) CITY : Concord 

(D) STATE: NH 

(E) COUNTRY: USA 

(F) ZIP: \)3301 

(v) COMPUTER READABLE FORM: 

(A) MEDIUmXtyPE: Diskette, 3.50 inch 

(B) COMPUTER: IBM PC 

(C) OPERATING SYSTEM: MS-DOS 

(D) SOFTWARE^: Microsoft Wordpad 

(vi) CURRENT WpLICATION DATA: 

(A) APPLICATION NUMBER: 09/306,333 

(B) FILING DATE: 06-MAY-1999 

(C) CLASSIFICATION : 

(vii) PRIOR APPLICATION DATA: None 

(viii) ATTORNEYAAGENT INFORMATION: 

(A) NAME: Rines-^Robert H. 

(B) REGISTRATION \nUMBER: 15,932 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE \^6(J3) 228-0121 

(B) TELEFAX: ( 603*) \ 22 8-02 10 

(2) INFORMATION FOR\SEQ ID NO: 1 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 32 base Aairs 

(B) TYPE: nucleic aci< 

(C) STRANDEDNESS : doubVe stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DMA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 3 
(xi) SEQUENCE DESCRIPTION: SE< 
GCGGCTAAGC TACAGCTGAA GGAAGAAd 
(3) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double strande* 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 
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1 f 

/ 

(A) ORgUnISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT : 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 
GGCGAGACAG GAT TACT CTG AGACCTAGGC CC 
(4) INFORMATION FOR SEQ ID NO: 3 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base pairs 

(B) TYPE: Vnucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGIN^ SOURCE: 
(A) ORGANISM) human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: benomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOMeV SEGMENT: 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 
GCGCCCCTTG GGATTAGTAT CTATCTCTCT ACTGG 

(5) INFORMATION^ FOR SEQ ID NO: 4 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 bkse pairs 

(B) TYPE: nuclejuLacid 

(C) STRANDEDNESS :\ double stranded 

( D ) TOPOLOGY A linear 

(ii) MOLECULE VyPB: genomic DNA 

(iii) HYPOTHETI^L\no^ 

(iv) ANTI-SENSE: no\ 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human \ 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic\ 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME / SEGMENT : 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 
GCGCTCATCT CTTTCAAAGA \GGAGAGCCTG 

(6) INFORMATION FOR SED ID NO: 5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: gendpic DNA 

(iii) HYPOTHETICAL: no \ 

(iv) ANTI-SENSE: no \ 

(vi) ORIGINAL SOURCE: \ 
(A) ORGANISM: human \ 

(vii) IMMEDIATE SOURCE: \ 
(A) LIBRARY: genomic \ 

(viii) POSITION IN GENOME :\ 
(A) CHROMOSOME /SEGMENT: 3 \ 

(xi) SEQUENCE DESCRIPTION: BEQ ID NO: 5 
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cggctttt\c tccccctccc actatctaag g 

(7) INFORMATION FOR SEQ ID NO: 6 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: \nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY:! genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 3 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 
GGGTTAGTAA AG^AAGAGGA GCTTGCCC 
(8) INFORMATION FOR SEQ ID NO: 7 

(i) SEQUENCE ckARACTERISTICS: 

(A) LENGTH: 3l\base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SEN£kA no 

(vi) ORIGIN^ SO^CE: 
(A) ORGANISM: hurnaV 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY^ genoMc ^ 

(viii) POSITION IlicjifitfOME: 
(A) CHROMOSOM^TCMENT: 3 

Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GGTGCTTTGG TCAATGAAgT GGGGTTGGTA G 
(9) INFORMATION FOR SEQ ID NO: 8 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base \ pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: dduble stranded 

(D) TOPOLOGY: linear\ 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no \ 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCL 
(A) LIBRARY: genomic \ 

(viii) POSITION IN GENOME : 
(A) CHROMOSOME/ SEGMENT: 3 

xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8 
GCGCGCGTAT GTTGGTACAC TTTGTATATC ACAC 
(10) INFORMATION FOR SEQ ID NO: 9 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS: double Stranded 



(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-tSENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9 
TTTTTTTTTT ^TTAATACA 
(11) INFORMATION FOR SEQ ID NO: 10 
(i) SEQUENCE! CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nuileic acid 

(C) STRANDEDMESS: double stranded 

linear 

TYPE: genomic DNA 
IICAL: no 
no 
JOURCE: 
tuman 
JQURCE : 
lomrq^ 

IN GENOME: 
IEGMENT : 3 
1CRIPTION: SEQ ID NO: 10 
'CT 

FOR SEQ ID NO: 11 
lCTERISTICS: 

>airs 
acid 

double stranded 



(D) TOPOLOGY: 

(11) MOLECULE 

(iii) HYPOTHE 

(iv) ANTI-SEN 

(vi) ORIGINAL 
(A) ORGANISM: 

(vii) IMMEDIA 
(A) LIBRARY: 

(viii) POSI 
(A) CHROMO 
(Xi) SEQUE 

AATCTGTACG, 

(12) INFORMATION 

(i) SEQUEN 

(A) LENGTH 

(B) TYPE: nuclei 

(C) STRANDEDNESS: 

(D) TOPOLOGY: lin 

(ii) MOLECULE TYP 

(iii) HYPOTHETIC 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SOUR 
(A) ORGANISM: huma 

(vii) IMMEDIATE SO 
(A) LIBRARY: genom 

(viii) POSITION IN 



ar 



genomic 
no 

IE: 

fRCE: 
ic 

JENOME : 



DNA 



(A) CHROMOSOME/ SEGMENT: 3 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
TGGAAGTAGT GATAAGGT 

(13) INFORMATION FOF& SEQ ID NO: 12 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base 

(B) TYPE: nucleic ac. 

(C) STRANDEDNESS: do* 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: g. 

(iii) HYPOTHETICAL: n< 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 
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inomic DNA 



• 



(14) INFO] 
(i) SEQUENj 

(A) LENGTH' 

(B) TYPE: 



DNA 



(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT : 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 
TGTACTTTTu CCAAAAGG 

IATION FOR SEQ ID NO: 13 
;E CHARACTERISTICS: 
18 base pairs 
[D] k irAJ . nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-3ENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY\ genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOS(*4E/ SEGMENT: 3 

^ DESCRIPTION: SEQ ID NO: 13 

vp TCT 

[ONNTOR SEQ ID NO: 14 

:haracteristics: 

base pairs 
leic acid 
;S: double stranded 

.inear 

^YPE: ^genomic DNA 
no 

no 



(xi) SEQUENC 
ATCTGCACTT C 
(15) INFO 
(i) SEQUENCE 
LEN 
TYP 
ST 
TOP 
MOL 



(A) 
(B) 
(C) 
(D) 
(ii) 



H: 1 
nuc 
DEDNE 1 
«OGY: 
JJLE 

(iii) HYPOT 

(iv) ANTI-SENS 

(vi) ORIGINAL sbURCE: 
(A) ORGANISM: hliman 

( vii ) IMMEDIATE! SOURCE : 
(A) LIBRARY: genomic 

(viii) POSITION llN GENOME: 

(A) chromosome/ Segment: 3 

( xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 
AAAACCTTGG CAGTTfeAG 

(16) INFORMATION \FOR SEQ ID NO: 15 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bafee pairs 

(B) TYPE: nucleic\acid 

(C) STRANDEDNESS: Wouble stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPEV genomic DNA 

(iii) HYPOTHETICAL \ no 

(iv) ANTI-SENSE: n 

(vi) ORIGINAL SOURC 
(A) ORGANISM: human 

(vii) IMMEDIATE SOU 
(A) LIBRARY: genomic 

(viii) POSITION IN G 
(A) CHROMOSOME/ SEGME 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO. 
TACTTACCTG TTTTTTGG 



:e: 

iNOME : 
3 



15 



K 
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(17) IN FORMAT! I ON FOR SEQ ID NO: 

(i) SEQUENCEjCHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY : I linear 

(ii) MOLECULE! TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL I SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: gfenomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/iSEGMENT : 3 

(xi) SEQUENCE INSCRIPTION: SEQ ID NO: 16 
GTAGTAGCTC TGCTpGTT 

' FOR SEQ ID NO: 17 
^CTERISTICS: 
>ase pairs 
.c acid 

double stranded 



(18) INFORMATIO 
(i) SEQUENCE C 

(A) LENGTH: 18 

(B) TYPE: nucle 

(C) STRANDEDNES 



(D) TOPOLOGY: linear 

(ii) MOLECULE TWE: genomic DNA 

(iii) HYPOTH~ 

(iv) ANTI-S 

(vi) ORIGIN^ SOi 
(A) ORGANISM: hui 

(vii) IMMEDIATE 

(A) libraryN 

(viii) POSITIO 



no 

:E: 
lan 

Source: 



1C ^ 
"GENOME: 

\ v j-j-j- / I 

(A) CHROMOSOME/ SEGMENT: 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17 
CAGCTTTTCC TTAAAGTlC 

(19) INFORMATION TOR SEQ ID NO: 18 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 baste pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE:! genomic DNA 

(iii) HYPOTHETICAL:! no 

(iv) ANTI-SENSE: no^ 

(vi) ORIGINAL SOURC1 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic! 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 3 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 
CAGTTGAAAT GTCAGAAG \ 

(20) INFORMATION FOR feEQ ID NO: 19 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic aci« , 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-3ENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARYl genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT : 3 

(xi) SEQUEN* DESCRIPTION: SEQ ID NO: 
CTTGCTCCTT ckTGTTCTTG 
(21) INFORMATION FOR SEQ ID NO: 20 

(i) SEQUENCE ^CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nuclLeic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: llinear 

(ii) MOLECULE VTYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: Human 

(vii) IMMEDIAplsOURCE: 
(A) LIBRARY: /genomic 

(viii) POSITION \IN GENOME: 
(A) CHROMOSOME / SEGMENT : 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
AGAAGTATAA fcAATGfcCTGT C 
(22) INFORMATION \ FOR SEQ^ID NO: 21 
(i) SEQUENCE CfiARM^Tfi^STICS: 

(A) LENGTH: 18 balse pairs 

(B) TYPE: nucleicl acid 

(C) STRANDEDNESS:! double stranded 

(D) TOPOLOGY: linfear 

L genomic 

no 

lo 

icE: 
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DNA 



(ii) MOLECULE TYP: 

(iii) HYPOTHETIC; 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SOU! 
(A) ORGANISM: humal 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION INKJENOME: 
(A) CHROMOSOME/ SEGMENT: 3 

jxi ) SEQUENCE DESCRIPTION: SEQ ID NO: 
ATTATTTCTT GTTCCCTT \ 
(23) INFORMATION FORy SEQ ID NO. II 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base p)|airs 

(B) TYPE: nucleic aci< 

(C) STRANDEDNESS: dout\l e stranded 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: geftomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 



• 



(A) LIBRARY: genomic 
(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT : 3 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 

.TCTGCCT 

TION FOR SEQ ID NO: 23 
CHARACTERISTICS: 
base pairs 
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AATGCTTAGT 
(24) INFO 

(i) SEQUENC 

(A) LENGTH: 

(B) TYPE: n 

(C) STRANDE 

(D) TOPOLOG 

(ii) MOLECUL' 

(iii) HYPOTH 

(iv) ANTI-SE 

(vi) ORIGIN 
(A) ORGANISM 

(vii) IMMEDI 
(A) LIBRARY: 

(viii) POSITI 
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cleic acid 

[NESS: double stranded 
linear 

TYPE: genomic DNA 
TICAL: no 
SE: no 
SOURCE: 
human 
>TE SOURCE: 
.genomic 
>N IN GENOME: 



(A) CHROMOSOME/ SEGMENT: 3 
(xi) SEQUENCe[dESCRIPTION: SEQ ID NO: 23 
CCTATTTTGA GGTATTGAAT 
(25) INFORMATION FOR SEQ ID NO: 24 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :/T7t^ase pairs 

(B) TYPE: micll 

(C) STRANDEDNE! 

(D) TOPOLOGY: 

(ii) MOLECULE 

(iii) HYPOTH 

(iv) ANTI-SENSE 



ase 
i oxacid 

S: double stranded 

inear 
PE>^genomic DNA 

no 

no 



(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE : 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 3 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GCCAGTGTGC ATCACC^i 

(26) INFORMATION FOR SEQ ID NO: 2b 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base^ pairs 

(B) TYPE: nucleic a 
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id 

uble stranded 



fenomic 
to 



DNA 



(C) STRANDEDNESS: d< 

(D) TOPOLOGY: linea 

(ii) MOLECULE TYPE: 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE:) 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURC1 
(A) LIBRARY: genomic 

(viii) POSITION IN GENflDME: 
(A) CHROMOSOME/ SEGMENT a 3 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 
TGTTGGGATG CAAACAGG \ 
(27) INFORMATION FOR SEQ\ID NO: 26 
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(xi) SEQUE1 
ATCCCACAGT 
(28) INF01 
(i) SEQUENC1 

(A) LENGTH: 

(B) TYPE: rv 



(ii) MOLECUL1 

(iii) HYPOTH1 

(iv) ANTI-SEN! 

(vi) ORIGIN, 

(A) organ: 

(vii) IMM] 
(A) LIB] 
(viii) 
(A) CHROMO; 
(xi) SEQUENCE 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 3 

:E DESCRIPTION: SEQ ID NO: 
JCATAAAT 

tflON FOR SEQ ID NO: 27 

CHARACTERISTICS: 
l50 base pairs 
, jleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY} linear 

TYPE: DNA 
'ICAL: no 
IE: no 

i^CE: 
Ihuman 

SOURCE: 
momic 

TOME: 
fENT: 

txi) ^kmmm^.^ ASCRIPTION: SEQ ID NO: 27 

CGCCCGCCGC CGC^GCCGC GCCCCGCGCC CGTCCCGCCG CCCCCGCCCG 
(29) INFORMATION FOR SEQ ID NO: 28 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 bkse pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS n double stranded 

(D) TOPOLOGY: lintear 

(ii) MOLECULE TYPE: Synthetic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SOURCE: Synthetic 

(vii) IMMEDIATE SOWRCE: Synthetic 
(xt) SEOUENCE DESCRIPTION: SEQ ID NO: 28 
ScCGcSf GCCCCGcScC CGTCCCGCCG CCCCCGCCCG GCCCG 
(30) INFORMATION FOR SEQ ID NO: 29 
(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 40 base bairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

Vnthetic DNA 



(ii) MOLECULE TYPE: S; 

(iii) HYPOTHETICAL: n< 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 



nithetic 



(vii) IMMEDIATE SOURCE : \ Synthetic 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29 
CGCCCGCCGC WCCCGCGCC CGGCCCGCCG CCCCCGCCCG 
(31) INFORMATION FOR SEQ ID NO: 30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 base pairs 

(B) TYPE: nacleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Synthetic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: Synthetic 

(vii) IMMEDIATE SOURCE: Synthetic 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30 
CGTCCCGC \ 

(32) INFORMATION FOR SEQ ID NO: 31 

(i) SEQUENCE^ CHARACTERISTICS: 

(A) LENGTH: £ base pairs 

(B) TYPE: nuileic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY :1 linear 

(ii) MOLECULE! TYPE: Synthetic DNA 

(iii) HYPOTOEfiSAL- no 

(iv) ANT3/-SENBE: no 

(vi) ORIGINAL! SOURCE: Synthetic 

(vii) IMmEDIA^E SOURCE: Synthetic 

(xi) SEQUENCE ^DESCRIPTION: SEQ ID NO: 31 

GCGCG \ \ , 00 

)N FpfKSEQ ID NO: 32 

^CTERISTICS: 
[ase pairs 
.c acid 

double stranded 

.near 

r PE: Synthetic DNA 
iL: no 
no 



(33) INFORM^TI 

(i) SEQUENCE 

(A) LENGTH: 2 

(B) TYPE: nucl 

(C) STRANDEDNES 

(D) TOPOLOGY: 1 

(ii) MOLECULE T 

(iii) HYPOTHETI 

(iv) ANTI-SENSE: 



(vi) ORIGINAL SOVRCE: Synthetic 

(vii) IMMEDIATE SOURCE: Synthetic 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32 

CG \ 

(34) INFORMATION FOR SEQ ID NO: 33 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 baste pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: lineal 

(ii) MOLECULE TYPE: \ genomic 

(iii) HYPOTHETICAL: yio 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE' 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCl 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT \ 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 



DNA 




TTTCGTATTC TGAGAGGCTG CTGCTTAG 
TION FOR SEQ ID NO: 34 
E CHARACTERISTICS: 

18 base pairs 
tucleic acid 
NESS: double stranded 

linear 
E TYPE: genomic DNA 
ETICAL: no 
SE: no 
SOURCE : 
human 
TE SOURCE: 
genomic 
iN IN GENOME: 
/SEGMENT: 17 
(xi) SEQUENCE! DESCRIPTION: SEQ ID NO: 34 
GAGAAAGAAT GAATTGGAGT TGGATTTTCG TTCTCAC 
(36) INFORMATION FOR SEQ ID NO: 35 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 391 base pairs 

(B) TYPE: nuclAic acid 

(C) STRANDEJ2NE91S : double stranded 



TGTACCTTG. 
(35) INFO 

(i) SEQUEN 

(A) LENGTH 

(B) TYPE: 

(C) STRANDE 

(D) TOPOLOG 

(ii) MOLECU 

(iii) HYPOT 

(iv) ANTI-S 

(vi) ORIGIN 
(A) ORGANIS 

(vii) IMMEDI 
(A) LIBRARY: 

(viii) POSIT 
(A) CHROMOSO 



.near 

>E: genomic 
IAL: no 
no 
SOURCE: 



DNA 



(D) TOPOL< 

(ii) MOLE( 

(iii) HYP<I>THETI 

(iv) ANTI 

(vi) orig: 

(A) ORGANI, 

(vii) IMMEDI" 
(A) LIBRARY: generic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35 
TAGCCATGAA AAGATAATCT CACAACTGCC CTTAAGAAC 
(37) INFORMATION FOR SEQ ID NO: 36 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 bas4 pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: lineal 

(ii) MOLECULE TYPE: \ genomic DNA 

(iii) HYPOTHETICAL: \no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE} 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GE^ 
(A) CHROMOSOME/ SEGMEN' 
(xi) SEQUENCE DESCRIP' 
ACCAGCCTAC TTGAGGGAGG 

(38) INFORMATION FOR S 



fOME: 
17 

;ION: SEQ ID NO: 
iGGTGGGAA GA 
iQ ID NO: 37 



36 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 base paiVs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double\ stranded 



ID) TOPOLOGY: linear 

{i i) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL : no 

(iv) ANTI-SBNSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY:! genomic 

viii) POSITION IN GENOME: 
A) CHROMOSOME/ SEGMENT: 17 

. ^n. 1 4 base pairs 

m\ TYPE: nucleic acid 
|c) sTRANDEdSeSS: double stranded 
(n) TOPOLOGY! linear 
Mi) MOLECULE TYPE: genome DNA 

(iii) HYPOTHETICAL : no 

(iv) ANTI-SENBE: no 
( vi) ORIGINAL! SOURCE : 
(A) ORGANISM: I human 
Jvii) IMMEDIATE SOURCE: 
(A) LIBRAR«T~aenomic 

viii) P0?ITI* IN GENOME: 
A) CHROMisOMEVsEGMENT: 17 

(A) LENGTH : >H»Ss« P» l " 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSEi no 

(vi) ORIGINAL SOURCE : 
(A) ORGANISM: hikman 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: gerlomxc 

viii) POSITION \lN GENOME: 

,a) chromosome/ segment: 17 no; 39 

(A) LENGTH : 32 baWe pairs 

(B) TYPE: nucleicUcid 

(C) STRANDEDNESS: Wouble stranded 

m) TOPOLOGY: lineVr 
Hi) MOLECULE TYPeV genomic DNA 

(iii) HYPOTHETICAL :\ no 

(iv) ANTI-SENSE: no\ 
(vi) ORIGINAL SOURC1 
(A) ORGANISM: human 




40 



DNA 



41 



(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GCGATAATTA CCCATGTGCT GAGCAAGGAT CA 
(42) INFORMATION FOR SEQ ID NO: 41 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : | 32 base pairs 

(B) TYPE: nlicleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY:! genomic 

(viii) POSITION IN GENOME: . 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
TCTTCAATGT GOAGGCAGTA GGGATGGAGA AA 
(43) INFORMATION FOR SEQ ID NO: 42 

(i) SEQUEN^E^HARACTERISTICS: 

(A) LENGTH: 3J\base pairs 

(B) TYPE/ nucliers, acid 

(C) STRANDEDNEES: double stranded 

(D) TOPODOGY: linear 

(ii) MOLEOULE TiYPE : genomic DNA 

(iii) HYPOTO^rijcMj. 

(iv) ANTI-SENSEk no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: hAman 

( vii ) IMMEDIATE ISOURCE : 
(A) LIBRARY: genbmic 

(viii) POSITION CN GENOME: 
(A) CHROMOSOME/ SEGMENT : 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GGGTCTCCAG GTTTT4CCTC ACTTGTTCTT TC 
(44) INFORMATION IFOR SEQ ID NO: 43 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 41 bake pairs 

(B) TYPE: nucleic! acid 

(C) STRANDEDNESS: \ double stranded 

(D) TOPOLOGY: lindar 

(ii) MOLECULE TYPH: genomic 

(iii) HYPOTHETICAL^ no 

(iv) ANTI-SENSE: n< 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human^ 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomii 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43 
TCTTAACTTC AT AT CAGC CT \ C C CCT AGACT TCCAAATATC 



42 



DNA 



# 



DNA 



(45) INFORMATION FOR SEQ ID NO: 44 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGp: 32 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
Of: genomic 

)SITION IN GENOME: 
10S0ME/ SEGMENT: 17 
..^JENCE DESCRIPTION: SEQ ID NO: 
CATCTCTGCA AACCCCACTC CAATACAGCG TG 
(46) INFORMATION FOR SEQ ID NO: 45 
(i) SEQUENCE CHARACTERISTICS: 
LENGTH: 38 base pairs 
nucleic acid 
)EDNESS: double stranded 
>GY: linear 
;ULE TYPE: genomic 
^THETICAL: no 
iSENSE: no 
IAL SOURCE: 
3M : human 
)IATE SOURCE: 
genomic 



(A) LIB] 
(viii) Pi 
(A) CHRO 
(xi) SEQ] 



44 



(A) 

(B) TYPE:\ 

(C) ST1 

(D) TOPOLt 

(ii) MOLEi 

(iii) HYP< 

(iv) ANTI 
(vi) 
(A) rfRGAN! 



DNA 



(viif) imme: 

(A)1lIBRAR t 

(viA) P° SI ' 
(A) OHROMOS' 

(xi) S. 



"GENOME : 



SEQ ID NO: 45 



DNA 



'ION 

)MS>^EGMENT: 17 
DESCRIPTION: 
ciCTCTTCCA^^CCAACCAC ATCCCTCAGT ATTGTCTC 
(47) INFORMATION FOR SEQ ID NO: 46 
(i) SEQUENCE \cHARACTERISTICS: 
(A) LENGTH: 3^ base pairs 

.eic acid 

;SS: double stranded 
.inear 

'YPE: genomic 
t CAL: no 
no 
)URCE : 
tman 
>OURCE : 
)mic 

IN GENOME: 
5MENT: 17 

(xi) "SEQUENCE DESCRIPTION: SEQ ID NO: 46 
GCATCGCCAG AAGTCC^TTT CAGGCTGATG TACAT 
(48) INFORMATION FOR SEQ ID NO: 47 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base\ pairs 

(B) TYPE: nucleic aai-d 

(C) STRANDEDNESS: double stranded 



(B) TYPE: nuc: 

(C) STRANDEDN] 

(D) TOPOLOGY: 

(ii) MOLECULE 

(iii) hypothet: 

(iv) ANTI-SENS' 

(vi) ORIGINAL Si 
(A) ORGANISM: hi 

(vii) IMMEDIATE 
(A) LIBRARY: geni 

(viii) POSITION 
(A) CHROMOSOME/ S: 



(D) TOPOLOGY: linear 




ft 



DNA 



(ii) MOLECJLE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANT I- SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT : 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
ACCTTGTTAT JTTTTGTATAT TT 
(49) INFORMATION FOR SEQ ID NO: 48 

(i) SEQUENCE CHARACTERISTICS: 

18 base pairs 

nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: \genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 



(A) LENGTH: 

(B) TYPE: 



(xi) SEQUE 
TTGCTAAGC 
(50) INFO 

(i) SEQUE 

(A) LENGT 

(B) TYPE: 

(C) STRANDEDN 

(D) TOPOLOGY: li 

(ii) MOLECULE TY 

(iii) HYPOTHETIC 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SOU 
(A) ORGANISM: huma\ 

(vii) IMMEDIATE SOI 
(A) LIBRARY: genom: 

(viii) POSITION IN 
(A) CHROMOSOME/ SEGI 



SCRIPTION: SEQ ID NO: 
TGTT 

FOR SEQ ID NO: 49 
.CTERISTICS: 
ase pairs 



double stranded 
ear 

S: genomic DNA 
: no 
o 

CE: 



fRCE: 
c 

iGENOME : 
INT: 17 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
AT ACT CAT GC CAGCTCAT' 
(51) INFORMATION FOR\ SEQ ID NO: 50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base flairs 

(B) TYPE: nucleic acii 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 



base pairs 
acid 

IS: double stranded 



(A) LIBRARY: genomic 
(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50 
AACGTCCAAT ACATCAGCTA 
(52) INFORMATION FOR SEQ ID NO: 51 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTO: 20 base pairs 

(B) TYPE:! nucleic acid 

(C) STRANpEDNESS : double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTlAsENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51 
CATGCTCAGA gWaTCCTAGA 
(53) INFORMATION FOR SEQ ID NO: 52 

(i) sequence Characteristics: 

(A) LENGTH: 20 base pa. 4 — 

(B) TYPE: ryosj^eic acid 

(C) STRANDEDN 

(D) TOPOLOGY: 

(ii) MOLECULE 

(iii) HYPOTOETltoA^no 

(iv) ANT I - SHfSfiVnO 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: huWan 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: gen&mic 

(viii) POSITION m GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52 
CTGTGGCTCA GTAACAAATG 
(54) INFORMATION EPR SEQ ID NO: 53 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 bas 

(B) TYPE: nucleic 

(C) STRANDEDNESS: dbuble stranded 

(D) TOPOLOGY: lineat 

(ii) MOLECULE TYPE: \genomic 

(iii) HYPOTHETICAL: \no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE^ 
(A) ORGANISM: human 

(vii) IMMEDIATE SOUR( 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT^ 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53 
TCACTCCAAA TCAGTAGAGA 



.inear 
a j. PE : 



inomic DNA 



DNA 



(55) INFORMATION FOR SEC 



ID NO: 54 



# 



DNA 



(i) SEQUENCE! CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nilcleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGM: linear 

(ii) MOLECUlk TYPE : genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM :\ human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: benomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME / SEGMENT : 17 
,xi) SEQUENCeTdESCRIPTION: SEQ ID NO: 54 
TACTGCTGCT TAtfAGGTTCA 

(56) INFORMATION FOR SEQ ID NO: 5b 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20l base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULETYPE : genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINA j SOURCE: 
(A) ORGANISM: hliman 

(vii) IMMEDIATE! SOURCE: 
(A) LIBRARY: ^^22^°^" 

(viii) POSITIONllN GENOME: 
(A) CHROMOSOME/ 9EGMENT : 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55 
GAAAGCAGAT TTGGCkGTTC 
(57) INFORMATION! FOR SEQ ID NO: 56 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 bdse pairs 

(B) TYPE: nucleia acid 

(C) STRANDEDNESS :\ double stranded 

(D) TOPOLOGY: linfear 

(ii) MOLECULE TYPE : genomxc DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: n\ 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: humaA 

(vii) IMMEDIATE SOI^CE: 
(A) LIBRARY: genomifc 

(viii) POSITION IN fcENOME: 
fA^ CHROMOSOME/ SEGMENT: 17 

j xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 56 
CTGACTGGCA TTTGGTTGTA 
(58) INFORMATION FOR ^EQ ID NO: 5/ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic aci<_. 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: genbmic DNA 



(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGAMSM: human 

(vii) MEDIATE SOURCE: 
(A) LIBRJ^RY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57 
GAATAGGC r, G AGGAGGAAGT 
(59) INFORMATION FOR SEQ ID NO: 58 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRAKDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLLCULE TYPE: genomic 

(iii) HYI OTHETICAL: no 

(iv) ANT] -SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMKEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROIVOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58 
ctcttqgapJg GCTAGGATTG 



DNA 



(60) 

(i) 
(A) 
(B) 
(C) 
(D) 



:nfo 
Ieque 
lengt] 

VYPE: 
S 1 

TOPOL< 



DNA 



_.TION FOR SEQ ID NO: 59 
CE CHARACTERISTICS: 
: 20 ba-se pairs 
nucleic acid 

DNESS: double stranded 
GY: linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI4SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUE&CE DESCRIPTION: SEQ ID NO: 
AC AG C GAT AC I TTTCCCAGAG 

O'lON FOR SEQ ID NO: 60 
:E CHARACTERISTICS: 

20 base pairs 
lucleic acid 
IdNESS: double stranded 
linear 

(ii) "MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE : no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM* human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 



59 



(61) INFO] 
(i) SEQUENT 

(A) LENGTH 

(B) TYPE: 

(C) STRAND! 

(D) TOPOLO< 



• 



(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
TGCCTTCCCT JAGAGTGCTAA 

lTION FOR SEQ ID NO: 61 

CHARACTERISTICS: 
20 base pairs 
.cleic acid 



60 



(62) INFO 
(i) SEQUEN 

(A) LENGTH: 

(B) TYPE: n 



(C) STRANDEDNESS: double stranded 



(D) TOPOLOG 

(ii) MOLECU 

(iii) HYPOT 

(iv) ANTI-S 

(vi) ORIGIN 
(A) ORGANISM 

(vii) IMMEDI 
(A) LIBRARY: 



linear 
E TYPE: genomic 
ETICAL: no 
SE: no 
SOURCE : 
human 
SOURCE: 
genomic 



DNA 



(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 



DESCRIPTION: SEQ ID NO: 
.GATCTGT 

(63) INFORMATION FOR SEQ ID NO: 62 

(i) SEQUENCE CHARACTERISTICS: 

base pairs 
ic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE tWpE: genomic 

(iii) HYPOTH^TTCAL: no 



(xi) SEQUENC 
TTGCAAACTG 



(A) LENGTH: 2 

(B) TYPE: nucl' 



61 



DNA 



:nse 



no 
HURCE : 
lan 

;ource 



SEQ ID NO: 62 



(iv) ANTI-S/ 

(vi) ORIGi: 
(A) ORGAN I 

(vii) IMMEDI 
(A) LIBRARY: 

(viii) POSITION"!^ GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: 
GCTTTGAAAC CTTGAATGTA 
(64) INFORMATION 30R SEQ ID NO: 

(i) SEQUENCE CI 

(A) LENGTH: 20 basl 

(B) TYPE: nucleic 

(C) STRANDEDNESS: 

(D) TOPOLOGY: line- 

(ii) MOLECULE TYPE: 1 

( iii ) HYPOTHETICAL : 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURC; 
(A) ORGANISM: human 

(vii) IMMEDIATE SOUR* 
(A) LIBRARY: genomic 

(viii) POSITION IN GE5NOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GTCGGGAAAC AAGCATCGAA 
(65) INFORMATION FOR sfcQ ID NO: 64 
(i) SEQUENCE CHARACTERISTICS: 



63 

:teristics: 

pairs 
cid 

louble stranded 

,r 

genomic 
no 



DNA 



:E: 



63 



• 



(A) LENGTH: 

(B) TYPE: 



20 base pairs 
.ucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 



E TYPE: genomic DNA 
ETICAL: no 
,NSE: no 
SOURCE: 
human 
■E SOURCE: 
genomic 
ON IN GENOME: 

/SEGMENT: 17 

( xi ) TeQUENCe\ DESCRIPTION: SEQ ID NO: 
TTGCCTCTGA ACTGAGATGA 

iN FOR SEQ ID NO: 65 

CTERISTICS: 
base pairs 
ic acid 

S: double stranded 
near 



(ii) MOLECU 

(iii) HYPOT 

(iv) ANTI-S 

(vi) ORIGIN 
(A) ORGANIS 

(vii) IMMEDI 
(A) LIBRARY: 

(viii) POSIT 
(A) CHROMOSO 



64 



(66) informat: 

(i) SEQUENCE 

(A) LENGTH: 20 

(B) TYPE: nucl< 

(c) strandedne: 

(D) TOPOLOGY: 



(ii) MOLECULE T 

(iii) HYPOTHETI 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SO 
(A) ORGANISM: 

(vii) IMMEDI 
(A) LIBRARY: 

(viii) POSI 
(A) CHROMOS 
(xi) SEQUENC 
TAATATCACT G 
(67) INFORMATIO 



PE: 



geno 



IN 
SEG 



genomic 
no 
no 
RCE: 
n 

•URCE : 
c 

GENOME : 
ENT: 17 
PTION 



DNA 



DESCR 
GGCTTtC 



-SEQ ID NO: 65 



SEQ ID 



66 



(i) SEQUENCE CHARACTERISTICS : 



Lxrs 



(A) LENGTH: 20 base 

(B) TYPE: nucleic a 

(C) STRANDEDNESS: dou 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: g 

(iii) HYPOTHETICAL: n 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENO 
(A) CHROMOSOME/ SEGMENT : 
(xi) SEQUENCE DESCRIPTI 
TTCCTCAAAG TTTTCCTCTA 

(68) INFORMATION FOR SE 

(i) SEQUENCE CHARACTERIS 

(A) LENGTH: 20 base pair 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genom 

(iii) HYPOTHETICAL: no 



le stranded 



nomic DNA 



SEQ ID NO: 66 



ID NO: 
ICS: 



67 



itranded 



DNA 



(iv) ANT I 

(vi) ORI 
(A) ORG 

(vii) I 
(A) LIB 

(viii) PO 
(A) CHROM 
(xi) SEQU 
TCCCATCAA 
(69) INFO 

(i) SEQUE 

(A) LENGTH 

(B) TYPE: 

(C) STRAND 

(D) TOPOLO 

(ii) MOLEC 

(iii) HYPOT 

(iv) ANTI-S 

(vi) ORIGIN 
(A) ORGANIS 

(vii) IMMED 
(A) LIBRARY: 

(viii) POSIT 
(A) CHROMOSO 
(xi) SEQU EN C 
TTGCAGGAAG 
(70) INFO 

(i) SEQU 

(A) LENG 

(B) TYPE 

(C) STRAN 

(D) TOPOLOC? 

(ii) MOLECULE 

(iii) HYPOTHET 

(iv) ANTI-SENS 

(vi) ORIGINAL 
(A) ORGANISM: 

(vii) IMMEDIATE 
(A) LIBRARY: ge 

(viii) POSITION 
(A) CHROMOSOME/ 
(xi) SEQUENCE 



ID NO: 67 



68 



SENSE: no 
[INAL SOURCE: 
ISM: human 
DIATE SOURCE: 
Y: genomic 
ITION IN GENOME: 
SOME /SEGMENT: 17 
NCE DESCRIPTION: SEQ 
TCATTTGTTA 

TION FOR SEQ ID NO: 
E CHARACTERISTICS: 

20 base pairs 
ucleic acid 
DNESS: double stranded 
Y: linear 
E TYPE: genomic DNA 
ETICAL: no 
NSE : no 
SOURCE: 
human 
E SOURCE: 
genomic 
ON IN GENOME: 
E/ SEGMENT: 17 
DESCRIPTION: SEQ ID NO: 
TGTTTA 

FOR SEQ ID NO: 69 
HARACTERISTICS: 
base pairs 



68 



eic acid 

e stranded 

near 

YPE: genomic DNA 
CAL: no 

no 
OURCE: 
man 

SOURCE: 
omic 

IN GENOME: 
EGMENT: 17 
CRIPTION: SEQ ID NO: 69 



TAATGAAGTG GGCTCCAGTA 
(71) INFORMATION \ FOR SEQ ID NO: 70 

(i) SEQUENCE CHAlkcTERISTICS: 

(A) LENGTH: 20 bafee pairs 

(B) TYPE: nucleic\acid 

(C) STRANDEDNESS: \double stranded 

(D) TOPOLOGY: line 

(ii) MOLECULE TYPE 

( iii ) HYPOTHETICAL 

(iv) ANTI-SENSE: no' 

(vi) ORIGINAL SOURC 
(A) ORGANISM: human 

(vii) IMMEDIATE SOU 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 



genomic 
no 



DNA 



!E: 



(A) CHROMOSOME/ SEGMENT: 17 



(xi) SEQUEI 



CE DESCRIPTION: SEQ ID NO: 7 0 



CTTCCCATAG iGCTGTTCTAA 



(72) info: 

(i) SEQUENC] 

(A) LENGTH: 

(B) TYPE: rr 

(C) strande: 

(D) TOPOLOG' 

(ii) molecu: 

(iii) hypot: 

(iv) ANTI-S 
(vi) ORIGIN, 



71 



TION FOR SEQ ID NO: 

CHARACTERISTICS: 
20 base pairs 
cleic acid 

•NESS: double stranded 

linear 
E TYPE: genomic DNA 
[ETICAL: no 
SE: no 
SOURCE: 



(A) ORGANISM? human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: \genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE\ DESCRIPTION: SEQ ID NO: 
GCAAGAATAT GAAGAAGTAG 
(7 3) INFORMATION FOR SEQ^ID NO: 72 



71 



SEQUENCE CHARACTERISTICS: 



base pairs 
KUI . r c acid 

(C) STRANDEDNESE : double stranded 

(D) TOPOLOGY: linear 



(A) LENGTH: 20 

(B) TYPE: nucl 



genomic DNA 
"no 

no 
iRCE: 
n 



(ii) MOLECULE T 

(iii) HYPOTHET 

(iv) ANTI-SEN 

(vi) ORIGINAL/ SOI 
(A) ORGANISM: hurri 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: 

(viii) POSITU 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESC^PTION: SEQ ID NO: 72 
CAAATGTGTA TGGGTGApKc 

(74) INFORMATION FOR SEQ ID NO: 73 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base 

(B) TYPE: nucleic ac 

(C) STRANDEDNESS: do 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE 
(A) LIBRARY: genomic 

(viii) POSITION IN GENd 
(A) CHROMOSOME/ SEGMENT: 
(xi) SEQUENCE DESCRIPTI 
AGACACCTGA TGACCTGTTA 

(75) INFORMATION FOR SEQ\ ID NO: 
(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 20 base pairs^ 



airs 
d 

ble stranded 



gnomic DNA 



nl 



SEQ ID NO: 73 



74 



J I 




* 



(B) TYPE: /nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOEOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANT i-SENSE : no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 74 
1 GTTCTTAGAC 

TION FOR SEQ ID NO: 75 
CE CHARACTERISTICS: 
: 20 base pairs 
nucleic acid 
EDNESS: double stranded 
Y: linear 

LE TYPE: genomic DNA 
HETICAL: no 
ENSE: no 
SOURCE: 
human 



TCTCCTCTG 
(76) INFO 

(i) SEQUE 

(A) LENGT 

(B) TYPE: 

(C) STRAN 

(D) TOPOLO 

(ii) MOLEC 

(iii) HYPO 

(iv) ANTI- 
(vi) ORIGI 
(A) ORGANIS 



(vii) IMMEVtt&E SOURCE: 
(A) LIBRARY* genomic 

(viii) /POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: 
CTTTTOACCC AITACACA' 
(77) IWORMATIOi^O- 



SEQ ID NO: 75 



76 



(i) SEQU 

(A) LENGTH: 

(B) TYPE: nu 

(C) STRANDED 

(D) TOPOLOGY: 

(ii) MOLECULE 

(iii) HYPOTHE 

(iv) ANTI-SEN 

(vi) ORIGINAL 
(A) ORGANISM: 

(vii) IMMEDIAT 
(A) LIBRARY: g 

(viii) POSITIO 
(A) CHROMOSOME/ 
(xi) SEQUENCE D 
GACTGATGCC TCAT 
(78) INFORMATIO 
(i) SEQUENCE C 

(A) LENGTH: 20 b 

(B) TYPE: nuclei 

(C) STRANDEDNESS: 



SEQ ID NO: 
CHARACTERISTICS: 
0 base pairs 
leic acid 
SS: double stranded 
linear 

TYPE: genomic DNA 
ICAL: no 
E: no 
OURCE : 
uman 

SOURCE: 
nomic 
IN GENOME: 
EGMENT: 17 
SCRIPTION: 
TGTTT 
FOR SEQ ID NO: 77 

CTERISTICS: 
se pairs 
acid 

double stranded 



SEQ ID NO: 76 



(D) TOPOLOGY: linear 

(ii) MOLECULE TYP 

(iii) HYPOTHETICAL' 

(iv) ANTI-SENSE: n 



genomic 
no 



DNA 



* « 



1 I 



• 



# 



DNA 



(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBR71RY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 77 
CTCAGGAA4A TCACCTTAGT 
(7 9) INFORMATION FOR SEQ ID NO: 78 

(i) SEQU NCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE:! nucleic acid 

(C) STRANjDEDNESS : double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME / SEGMENT : 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO. 78 
ATAAATAG^C] TGGGCCACAC 

(80) INFORMATION FOR SEQ ID NO: 7 9 

(i) SBQUENflE CHARACTERISTICS: 

(A) LHNGTH-l 22 base pairs 

(B) TYPE: nlicleic acid 

(C) ST^DEtNESS^k5uble stranded 

(D) TOPOi»QGXj^^ ear 

(ii) MOLECUIlE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM! human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: benomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME / SEGMENT : 17 

(xi) SEQUENCETDESCRIPTION: SEQ ID NO: 79 
TATATATGTT TTllcTAATGT GT 
20 \ 

(81) INFORMATION FOR SEQ ID NO: 80 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 201 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNE9S : double stranded 

(D) TOPOLOGY: lknear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE A no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: huAan 

(vii) IMMEDIATE SOURCE : 
(A) LIBRARY: genokic 

(viii) POSITION IK GENOME: 



20 



20 



DNA 



22 



(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 80 
TCCCAAATTA ATACACTCTT 
(82) INFORMATION FOR SEQ ID NO: 81 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGYt linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM:! human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: Wenomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME / SEGMENT : 17 
(xi) SEQUENCeTdESCRIPTION: SEQ ID NO: 81 

GAGCCTCATT TATlTTTCT 
(83) INFORMATION FOR SEQ ID NO: 82 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18\base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESB : double stranded 

(D) TOPOLOGY^ITtnear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE:\ no 

(vi) ORIGINAL SOVRCE: 
(A) ORGAN IS] 

(vii) IMMEDI& ^ 
(A) LIBRARY: genofoic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82 
ATTTTTCGTT CTCACTTA 
(84) INFORMATION F*R SEQ ID NO: 83 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base\ pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: dduble stranded 

(D) TOPOLOGY: linear! 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURC] 
(A) LIBRARY: genomic 

(viii) POSITION IN GEN&ME: 
(A) CHROMOSOME/ SEGMENT :\ 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 83 
TATTTGCCTT TTGAGTAT 
(85) INFORMATION FOR SE&ID NO: 84 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 18 base pairr 



DNA 



\ 



DNA 



(A) ORGAN I 

(vii) IMM 
(A) LIB 

(viii) PO 



(B) TYPE: nfacleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-BENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY': genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUEtCE DESCRIPTION: SEQ ID NO: 
TCTGATGAAT GGTTTTAT 
(86) INFORMATION FOR SEQ ID NO: 85 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH n 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDfibNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 
(vi) ORIGINAjL SOURCE: 

human 
^E SOURCE: 
nomic 
jfelTIpN IN GENOME: 
(A?~CHROMDSOME/SEGMENT: 17 
(xi) SEQUENCE! DESCRIPTION : SEQ ID NO: 
ACTTGCTGA(\TG-flGTTT 

(8 7) INF0RlW2bN^f0R SEQ ID NO: 86 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18\base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE :\ no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: hukan 

(vii) IMMEDIATE SOURCE : 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GCACTTGAGT TGCATTQT 

(88) INFORMATION TOR SEQ ID NO: 87 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base, pairs 

(B) TYPE: nucleic 

(C) STRANDEDNESS: dbuble stranded 

(D) TOPOLOGY: linea 

(ii) MOLECULE TYPE: \genomic DNA 

(iii) HYPOTHETICAL: bo 

(iv) ANTI-SENSE: no 



84 



85 



86 



ft 



>JAL 



(vi) ORIGINAL SOURCE: 
(A) ORGAN I SI 4: human 

(vii) IMMEDCATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT : 17 

( xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 87 
TACATTTTTC TCTAACTGC 
(89) INFORMATION FOR SEQ ID NO: 88 

(i) SEQUENCB CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: ntcleic acid 

(C) STRANDEI NESS : double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL : no 

(iv) ANTI-Si iNSE: no 

(vi) ORIGIN/!. SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY :\ genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME / SEGMENT : 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88 
GAAGAAAACA A^GGTTTT 
(90) INFORMATION FOR SEQ ID NO: 89 
(i ) SEQUENCEtHARACTERISTICS: 

(A) LENGTH :/iq v base pairs 

(B) TYPE: Auclleic acid 



IDNEl 



IS: double stranded 
.inear 

>mic 



DNA 



TIO 



(C) STRAND 

(D) TOPOLOl 

(ii) MOLEC1 

(iii) HYPO r 

(iv) ANTI-S] 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: himan 

(vii) IMMEDIATE \ SOURCE : 
(A) LIBRARY: gerlomic 

(viii) POSITION p GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

SI) SEQUENCE DESCRIPTION: SEQ ID NO: 
GGAGGAAAAG CACAGA&C 
(91) INFORMATION VoR SEQ ID NO: 90 

(i ) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic \acid 

(C) STRANDEDNESS: tiouble stranded 

(D) TOPOLOGY: linekr 

(ii) MOLECULE TYPE* genomic DNA 

(iii) HYPOTHETICAL :\ no 

(iv) ANTI-SENSE: nol 

(vi) ORIGINAL SOURC1 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic \ 

(viii) POSITION IN GENOME : 
(A) CHROMOSOME/ SEGMENT: 17 



89 



DNA 



(xi) sequence Description: seq id no: 

CCAGCAATTA TTMTAAATA CTT 
(92) INFORMATION FOR SEQ ID NO: 91 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: IE base pairs 

(B) TYPE: nuclleic acid 

(C) STRANDEDNEBS: double stranded 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENS S: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: ginomic 

(viii) POSITION IN GENOME: 
(A) CHROMO SOME yl SEGMENT : 17 

(xi) SEQUENCE INSCRIPTION: SEQ ID NO: 
CAGTCACTGC T CAGE AAA 
(93) INFORMATION FOR SEQ ID -NO: 92 

1 \CTERISTICS: 
se pairs 
acid 

double stranded 
ear 

E: genomic DNA 
no 

o 

.CE: 



90 



91 



(i) SEQUENCE CI 

(A) LENGTH: 18 

(B) TYPE: nuclei^ 

(C) STRANDEDNESS 

(D) TOPOLOGY: lii 

(ii) MOLECULE TY: 

(iii) HYPOTHETIC* 

(iv) ANTI-SENS, ~ 

(vi) ORIGINAL /SOU] 
(A) ORGANISM:/ humeri 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: Igenomtc 

(viii) POSITION IN\ GENOME 
(A) CHROMOSOMErS5£MEN5<"l7 
(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 
ATTACCAGCT TCATAGAc\ 

(94) INFORMATION FOfe SEQ ID NO: 93 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base toairs 

(B) TYPE: nucleic actld 

(C) STRANDEDNESS: do 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: 

(iii) HYPOTHETICAL: n 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE^: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT :\ 17 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 
CTGCATACAT CTAACTAG 
(95) INFORMATION FOR SE 
(i) SEQUENCE CHARACTERI 

(A) LENGTH: 18 base pair 

(B) TYPE: nucleic acid 



92 



ible stranded 
ftenomic DNA 



93 



ID NO: 
'ICS: 



94 



• 



(C) STRANDEDNESfe: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENS;S: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: iiuman 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: g< gnomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
CTACCCACTC TCT^TTCA 

(96) INFORMATION FOR SEQ ID NO: 95 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: 

(ii) MOLECULE 

(iii) HYPOTHETI 

(iv) ANTI-SENSE 



inear 

YPE: genomic 
AL: no 
no 



DNA 



(vi) ORIGIN. 
(A) ORGANIS 

(vii) IMME 
(A) LIBRAR 

(viii) POS 
(A) CHROMOSOME/ S 
(xi) SEQUENhfi^DE 
AGTTGCAGCG TTTAT 

(97) INFORMATION 

(i) SEQUENCE C 

(A) LENGTH: 18 b 

(B) TYPE: nuclei 

(C) STRANDEDNESS 

(D) TOPOLOGY: lin 

(ii) MOLECULE TYP 

(iii) HYPOTHETIC 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SOU 
(A) ORGANISM: hum 

(vii) IMMEDIATE S 



SEQ ID NO: 



96 



E: 

an 
SOURCE: 
omic 
N GENOME: 
GMENT^jr7 
£££PTlON: 
GT 

FOR SEQ ID NO: 

CTERISTICS: 
se pairs 
acid 

double stranded 
ar 

: genomic DNA 
: no 
o 

CE: 



fRCE: 



(A) LIBRARY: genomic 
(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION: 
CAGCAAACCT AAGAATG 
(98) INFORMATION f6r SEQ ID NO: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 base 

(B) TYPE: nucleic a 

(C) STRANDEDNESS: d 

(D) TOPOLOGY: linea 

(ii) MOLECULE TYPE: 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 



SEQ ID NO 



97 



pairs 
id 

uble stranded 



fenomic 
to 



DNA 



« v 



I ■ 



# 



GCTTCTCAAA G' 



A) ORGANISM: j human 

vii) IMMEDIATE SOURCE: 
A) LIBRARY: genomic 

viii) POSITION IN GENOME: 
A) CHROMOSOME/ SEGMENT: 17 
xi) SEQUENCE DESCRIPTION: 



SEQ ID NO: 97 



99) INFORMATION FOR SEQ ID NO: 98 



ATTTCA 



18 



CHARACTERISTICS: 
.8 base pairs 
TYPE: nu;leic acid 
STRANDEDKESS : double stranded 
linear 

TYPE: genomic DNA 
TICAL: no 
SE: no 
SOURCE: 
human 
TE SOURCE: 
enomic 
N IN GENOME: 
/SEGMENT: 17 
ESCRIPTION: SEQ ID NO: 
TA 

ION FOR SEQ ID NO: 99 
HARACTERISTICS: 

base pairs 
eic acid 

SS: double stranded 



inear 
YPE 



DNA 



i) SEQUENCE 
A) LENGTH: 
B) 
C) 

D) TOPOLOGY 

ii) MOLECUL 

iii) HYPOTH 

iv) ANTI-SE 

vi) ORIGIN 
A) ORGANISM 

vii) IMMEDI 
A) LIBRARY: 

viii) POSITI 
A) CHROMOSO 
xi) SEQUENC 

AGTGTTTGGC 

100) INFO 

i) SEQUEN 

A) LENGTH 

B) TYPE: 

C) STRAND 

D) TOPOLOG 

ii) MOLECUL 

iii) HYPOTHE 

iv) ANTI-SEN 

vi) ORIGINAL 
A) ORGANISM: 

vii) IMMEDI AT 
A) LIBRARY: g 

viii) POSITIO 
A) CHROMOSOME 
xi) SEQUENCE 

CCAATTTGTG TAT 

101) INFORMATI 

i) SEQUENCE C 

A) LENGTH: 18 

B) TYPE: nucle 

C) STRANDEDNES 

D) TOPOLOGY: 1 

ii) MOLECULE T 

iii) HYPOTHETIC! 

iv) ANTI-SENSE: 

vi) ORIGINAL SO 
A) ORGANISM: hu 

vii) IMMEDIATE 
A) LIBRARY: geno 

viii) POSITION IN GENOME: 
A) CHROMOSOME/ SEGMENT: 17 
xi) SEQUENCE DESCRIPTION: SEQ ID NO: 



98 



18 



100 



omi c 

ICAL: no 
E: no 
OURCE : 
uman 

SOURCE : 
nomic 

IN GENOME: 
SEGMENT: 17 

ESCRIPTION: SEQ ID NO: 99 
TAG 

N FOR SEQ ID NO: 

CTERISTICS: 
ase pairs 
c acid 

: double stranded 
near 

PE: genomic 
no 

no 
RCE: 
an 

.OURCE: 
c 



18 



DNA 



100 



AGT GT AT AAA TGCCllGTA 
(102) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CH7.RACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucle:.c acid 

(C) STRANDEDNESS: double stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE T^PE: genomic DNA 



101 



no 

no 
RCE: 
an 
fURCE: 
c 

GENOME : 
ENT: 17 
IPTION: SEQ 
TA 

OR SEQ ID NO: 
ERISTICS: 
pairs 
id 

Jole stranded 



(iii) HYPOTHETIC 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SO 
(A) ORGANISM: hu 

(vii) IMMEDIATE S 
(A) LIBRARY: geno 

(viii) POSITION I 
(A) CHROMOSOME/ SE 
(Xi) SEQUENCE DESC 1 
TGGTTTTCTC CTTCCAT 
(103) INFORMATION 

(i) SEQUENCE CHARA 

(A) LENGTH: 20 base 

(B) TYPE: nucleic a 

(C) STRANDEDNESS: d 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSE 

(vi) ORIGINAL SO 
(A) ORGANISM: hu: 

(vii) IMMEDIATE feoURC! 
(A) LIBRARY: gen 

(viii) POSITION 
(A) CHROMOSOME/ 
(xi) SEQUENCE DESCRIPTI 1 
TGTTCCAATA CAGCAGATGA 
(104) INFORMATION FOR S 

(i) SEQUENCE CHARACTERI 

(A) LENGTH: 20 base pai 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: geno 

(iii) HYPOTHETICAL: no 



ID NO: 101 



102 



enomic 
o 



DNA 



SEQ ID NO: 102 



,Q ID NO: 
TICS: 



103 



stranded 



lie DNA 



(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME:] 
(A) CHROMOSOME/ SEGMENT: 17 
(xi) SEQUENCE DESCRIPTION : \ SEQ ID NO: 
CGTTGTGTAA ATTAAACTTC 
(105) INFORMATION FOR SEQ 
(i) SEQUENCE CHARACTERISTIC! 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 



103 



NO: 104 




(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 



(A) LENGTH 

(B) TYPE: 

(C) STRAND! 



DNA 



(A) LIBRA*: genomic 
viii) POSITION IN GENOME: 

OTSfeS SCO XD ». X05 
(i) SEQUENCE CHARACTERISTICS : 
1 18 base pairs 
lucleic acid 
JNESS: double stranded 

^ a ~ r 

(D) TOPOLOGY: linear 

MOLECUiE TYPE: genomic 

(iii) HYPOTHETICAL : no 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 
(A) ORGANISM! human 

--\tE SOURCE: 
jenomic 

in genome: 
[Segment: 11 
)escription: 

^CTCA 

[on FOR 



(vii) IMMEDI 
(A) LIBRARY: 

(viii) POSITI 
(A) CHROMOSO:' 
(xi) SEQUENC 
TGTGCTAGAG OT 

(107) INFO 
(i) SEQUENC 
(A) LENGTH: 



SEQ ID NO: 105 



SEQ ID NO: 
S'TICS: 



106 



ase pairs 

/ r» \ TYPE: nucleic acia 
C STRANDEDNES^: double stranded 
i -i hear 



DNA 



SEQ ID NO: 106 



(D) TOPOLOGY: liy 

(ii ) MOLECULE TYRE : genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SOURCE : 
(A) ORGANISM: humah 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

viii) POSITION INteENOME: 
(A) CHROMOSOME/ SEGMENT: 17 
(x i) SEQUENCE DESCRIPTION : 
CTCATGTGGT TTTATGCAV 

(108) INFORMATION FOk SEQ ID NO. 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base riairs 

(B) TYPE: nucleic aciK 

(C) STRANDEDNESS: dou^ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: g< 

(iii) HYPOTHETICAL: n< 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 



>le stranded 
gnomic DNA 




DNA 



( V ii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 
viii) POSITION IN GENOME: 

i, SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucLeic acid 

,C) STRANDEDN ESS: double stranded 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : genomic 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENjSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM:! human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

viii) POSITION IN GENOME: 
A) CHROMOSOME/ SEGMENT : 17 
X i) SEQUENCE (DESCRIPTION: 
GGAGAAATAG TA*ATACT 
(110) IN FORMA' 
(i) SEQUENCE C 

(A) LENGTH: 18 

(B) TYPE: nuc^ 

IE 



SEQ ID NO: 108 



:on 



FOR SEQ ID NO: 109 
£TERISTICS: 
ase pairs 
ifc acid 

S: double stranded 
inear 

IyPE: genomic DNA 
1AL: no 



(C) STRANDEDj 

(D) TOPOLOG' 

(ii) MOLECULE 

(iii) hypoth\tj! 

(iv) anti-sen: 

( vi) ORIGINAL SOURCE: 
(A) ORGANISM: hAman 

(vii) IMMEDIATE \SOURCE: 
(A) LIBRARY: genbmic 

viii) POSITION b GENOME : 

(A) CHI^S^/S^T: J7 ^ ^ 

(xi) SEQUENCE DESCRIPTION, o * 
rTTCTTCTGC TGTATQTA 

^111^ IN FORMAT I ON^ FOR SEQ ID NO : 110 
i) SEQUENCE CHARACTERISTICS. 

-, o v,l e pairs 

i-a\ TYPE: nucleic iacid 
Jc) STRANDEDNESS : \double stranded 
(D) TOPOLOGY: linekr 

(ii) MOLECULE TYPEu genomic DNA 

(iii) HYPOTHETICAL f no 

(iv) ANTI-SENSE: n< 
(Vi) ORIGINAL SOUR( 
(A) ORGANISM: humai 

(vii) IMMEDIATE SOI 
(A) LIBRARY: genomil 

(viii) POSITION IN GENOME: 

(A) CHROMOSOME; ^EGM4nT: 17 ^ ^ 

(xi) SEQUENCE DESCR^P 1 luw . * * 



tE: 



ICE: 



^1/ 

CTGAATGTTT ATCTCTGG 




TION FOR SEQ ID NO: 111 
E CHARACTERISTICS: 
19 base pairs 
cleic acid 

NESS: double stranded 
linear 

TYPE: genomic DNA 
ICAL: no 
E: no 
SOURCE: 
human 

SOURCE: 
nomic 

IN GENOME: 
SEGMENT: 17 
SCRIPTION: SEQ ID NO: 111 
TGAT 

N FOR SEQ ID NO: 112 
CTERISTICS: 
e pairs 
acid 

double stranded 
ar 

genomic DNA 
no 



(112) INF 

(i) SEQUEN 

(A) LENGTH: 

(B) TYPE: n 

(C) STRANDE 

(D) TOPOLOG 

(ii) MOLECUL 

(iii) HYPOTH 

(iv) ANTI-SEN 

(vi) ORIGINAL 
(A) ORGANISM: 

(vii) IMMEDIA 
(A) LIBRARY: 

(viii) POSITIO 
(A) CHROMOSOME 
(xi) SEQUENCE 
CTCTTTCTCT TATC 

(113) INFORMATI 

(i) SEQUENCE C 

(A) LENGTH: 18 b 

(B) TYPE: nuclei 

(C) STRANDEDNESS 

(D) TOPOLOGY: lin 

(ii) MOLECULE TYPE' 

(iii) HYPOTHETICAL 

(iv) ANTI-SENSE: 

(vi) ORIGINAL S 
(A) ORGANISM: hpian 

( vii ) IMMEDIATE! SOURCE : 
(A) LIBRARY: gehomi 

(viii) POSITION \[N GENOME 
(A) CHROMOSOME/ 
(xi) SEQUENCE DESCRIP 
TGGTGGGGTG AGATTTTT 

(114) INFORMATION FOR 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 19 base pa^rs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: doubie stranded 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: gen< 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME) 
(A) CHROMOSOME/ SEGMENT: 1 

(xi) SEQUENCE DESCRIPTION^ SEQ ID NO: 113 
ATTCCCCTGT CCCTCTCT 

(115) INFORMATION FOR SEQ VlD NO: 114 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double st\rancieci 

(D) TOPOLOGY: linear 



'ION: SEQ ID NO: 112 
,SEQ ID NO: 113 



>mic DNA 



J- 



(ii) MOLECVLE TYPE: genomic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
( A ) CHROMOSOME/ SEGMENT: 17 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO. 114 
CTGGAACTCT GGGGTTCT 

(116) INFORMATION FOR SEQ ID NO. lib 

(i ) sequence Characteristics: 

(A) LENGTH: W base pairs 

(B) TYPE: nucieic acid 

(C) STRANDEDNESS : double stranded 

(D) TOPOLOGY: I linear 

(ii) MOLECULE jTYPE : genomic 

(iii) HYPOTHETICAL : no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL feOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 



DNA 



(A) LIBRARY: genomic 
(viii) POSITION IN GENOME: 
(A) CHROMOSOME/pEGMENT : 17 
{xi ) SEQUENCE DESCRIPTION : 
TGATTTTACA TCTAKATGTC 
(117) INFORMAL 

(i) SEQUENCE ' 

(A) LENGTH: 

(B) TYPE: n 

(C) STRANDE 

(D) TOPOLOG 

(ii) MOLECULE ^ 

(iii) HYPOTHETIC 

(iv) ANTI-SENSE: 

(vi) ORIGINAL SO 
(A) ORGANISM: hu 

(vii) IMMEDIATE 
(A) LIBRARY: gen 

(viii) POSITION 



SEQ ID NO: 115 



FOR SEQ ID NO: 116 
CTERISTICS: 
se pairs 
acid 

double stranded 
ear 

genomic 

no 



DNA 



RCE: 
.an 

,OURCE : 
ic 
GENOME: 

(A) CHROMOSOME/ SEGMENT : 17 
( Xi ) SEQUENCE DESCRIPTION: 
AGGAGAGAAT ATTGT^ 
(118) INFORMATION 

(i ) SEQUENCE CHAP^CTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic 

(C) STRANDEDNESS: 

(D) TOPOLOGY: lir 

(ii) MOLECULE TYP 

(iii) HYPOTHETIC^ 

(iv) ANTI-SENSE: ( 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 

(vii) IMMEDIATE SOURCE: 



SEQ ID NO: 116 



FOR SEQ ID NO: 117 



acid 

double stranded 
ar 

genomic DNA 
no 

o 



(A) LIBRARY: genomic 
(viii) POSCTION IN GENOME: 

(A) CHROMOSOME/ SEGMENT: 17 Tr% Mn . - - - 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 117 
TAGTCCTACT TTGACACT 

(119) INFORMATION FOR SEQ ID NO: 118 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 20 base pairs 

(B) TYPE: nVicleic acid 

(C) STRANDEDNESS : double stranded 



(D) TOPOLOG 
(ii) MOLECU 



linear 
TYPE: genomic DNA 



(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINaA SOURCE: 
(A) ORGANISM :\ human 

(vii) IMMEDIATE SOURCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME: 
(A) CHROMOSOMES SEGMENT : 17 

jxi) sequence Description: seq id no: lis 

AAATATTTAA AAT<\tGCCAA 
(120) INFORMATION FOR SEQ ID NO: 119 
{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 kiase pairs 

(B) TYPE: nucteifcacid 

(C) STRANDEDpSS redouble stranded 



linear 



genomic DNA 
no 



(D) TOPOLOG 

(ii) MOLECUnE TYP' 

(iii) hypothetic; 

(iv) ANTI-SENS 

(vi) ORIGINAL SOU 
(A) ORGANISM: huma 

(vii) IMMEDIATE SOWRCE: 
(A) LIBRARY: genomic 

(viii) POSITION IN GENOME : 

(A) CHROMOSOME/ SEGMENT: 17 T „ „ n . 1iq 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 119 
ATTCTCTGCT TGTGTTCTuT 
(121) INFORMATION Fcfe SEQ ID NO: 120 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base frairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double stranded 



momic DNA 



(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: - 

(iii) HYPOTHETICAL: n| 

(iv) ANTI-SENSE: no 
(vi) ORIGINAL SOURCE: 
(A) ORGANISM: human 
(Vii) IMMEDIATE SOURC) 
(A) LIBRARY: genomic 
(viii) POSITION IN GENOME: 
(A) CHROMOSOME/ SEGMENT^: 17 
(xi) SEQUENCE DESCRIPTION: 
ATTTAGTAGC CAGGACAGTA 

(122) INFORMATION FOR SEQ ID NO: 121 



SEQ ID NO: 120 



« 



9 k y 



# 



ARACT ERISTICS : 
ase pairs 
ic acid 

S: double stranded 
inear 

YPE: Synthetic DNA 
no 



(i) SEQUENCE CP 

(A) LENGTH: 1 

(B) TYPE: nucli; 

(C) STRANDEDNE^, 

(D) TOPOLOGY: 

(ii) MOLECULE i 

(iii) HYPOTHETICAL: 

(iv) ANTI-SENSEb no 

(vi) ORIGINAL SOURCE: Synthetic 

(vii) IMMEDIATE! SOURCE: Synthetic 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 121 
G 

(123) INFORMATION FOR SEQ ID NO: 122 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 50 bbse pairs 

(B) TYPE: nucleilc acid 

(C) ST HANDEDNESS]: double stranded 

(D) TOPOLO< 

(ii) MOLECULE TY^E : Synthetic DNA 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: no 

(vi) ORIGINAL SOURCE: Synthetic 

(vii) IMMEDIATE SOURCE: Synthetic 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 122 

CGCCCGCCGC GCCCCtCGCC CGGCCCGCCG CCCCCGCCCG AAATAATAAA 



-p.— Table 1 




RECEIVES^ 

^ N0VO2M< 

lECHGfc. 



PRIMER 

MULTIPLEX PCR 
EXONS 1-4 



SEQUENCES AND TARGET FRAGMENT LENGTH FOR HMLHl LONG ^jg^g) 



hMLH 11-4F - SEQ ID NO: 1 ^^j, 
hMLHl MR - SEQ ID NO: 2 TBHWHIW w 

TARGET FRAGMENT LENGTH: 10.8KB 
EXONS 5-10 

hMLH15-10F-SEQIDNO:3 
hMLHl 5-10R-SEQIDNO4 

TARGET FRAGMENT LENGTH: 10.5KB 
EXONS 11-13 

hMLHl 1M3F-SEQIDN0:5 
hMLHl H-13R-SEQIDNO-.6 

TARGET FRAGMENT LENGTH: 8.7KB 
EXONS 14-19 

hMLHl 14-19F-SEQIDN0.7 
hMLHl 14-19R-SEQIDN0.8 

TARGET FRAGMENT LENGTH: 10.5KB 



Table 2 



PRIMER SEQUENCES AND TARGET FRAGMENT LENGTH EOR M«i LONG MULTIPLEX 



PCR 



EXONS 1-3 



PRIMER SEQUENCES 
BRCA1 1-3F-SEQIDNO-.33 
BRCA1 1-3R-SEQIDNO: 34 

TARGET FRAGMENT SIZE: 9.9KB 



EXONS 5-9 

PRIMER SEQUENCES 
BRCA15-9F-SEQIDN0.35 

BRCA1 5-9R-SEQ1DNO: 36 
TARGET FRAGMENT SIZE: 9.7KB 



-6- 




Table 2 Continued 
EXONS 10-11 

PRIMER SEQUENCES 
BRCA1 10-1 IF -SEQ ID NO: 37 
BRCA1 10-1 1R- SEQ ID NO: 38 

TARGET FRAGMENT SIZE: 4.8KB 
EXONS 12-13 

PRIMER SEQUENCES 
BRCA1 12-13F-SEQ1DN0:39 
BRCA1 12-13R-SEQIDNO:40 

TARGET FRAGMENT SIZE: 9.0KB 
EXONS 14-17 

PRIMER SEQUENCES 
BRCA1 14-17F-SEQIDN0:41 
BRCA1 14-17R-SEQIDNO:42 

TARGET FRAGMENT SIZE: 10.7KB 
EXONS 18-20 

PRIMER SEQUENCES 
BRCA1 18-20F - SEQ ID NO: 43 
BRCAl 18-20R-SEQIDNO:44 

TARGET FRAGMENT SIZE: 7.2KB 
EXONS 21-24 

PRIMER SEQUENCES 
BRCAl 21-24F - SEQ ID NO: 45 
BRCA 1 21 -24R - SEQ ID NO: 46 

TARGET FRAGMENT SIZE: 1 1 .4KB 




CO 
CO 



O 



LU 
H 

O 



H 
CD 
Z 
UJ 

-I 

H 

LU 

o 

DC 
< 



CO 
UJ 

o 
z 

UJ 

o 

UJ 

0) 

O 



3 

o 



CO 
UJ 

o 
z 

UJ 

a 

UJ 
CO 

a: 

UJ 

s 
S 

Q. 



UJ 

o 



O 
X 
UJ 



CO 

to 



00 



CD 
CM 



O 

LU 

(0 



O 



O 
LU 

co 



CM 



CM 



5 

o 



o 

d 



a 

LU 
CO 
I 

CM 



CO 
CM 

CO 

to 



CO 
CO 
CO 



o 

CO 



a 

LU 

CO 



a 

LU 

CO 

ll 

CM 
CM 



CM 

cm 



CD 
CM 



O 
LU 
CO 



CM 



O 



a 

LU 

CO 

I 

a: 

CM 
CM 



CO 
O 



CM 
CM 



CM 



O 
LU 

CO 



co 



O 
LU 

CO 



CO 



CO 



5 

O 
O 



O 



a 

LU 
CO 

I 

cr: 

CO 



NT 
G> 

CO 



LO 
CO 
CM 



CO 
CM 



O 
LU 
CO 



LO 

d 



a 

LU 
CO 
i 

LL 



CO 



a 

LU 
CO 



CO 

d 



a 

LU 

CO 
i 



CM 



CM 



O 
LU 

CO 



O 



o 

LU 
CO 



LO 



lO 



CO 
LO 



3 

O 



CO 



O 

LU 

CO 
i 

q: 

LO 



CO 
CM 



5 

O 



O 

LU 

CO 



CO 



CO 



CD 
CM 



O 
CO 



o 

CM 



a 

LU 
CO 
i 

CO 



q 



O) 
O) 



CM 



a 

LU 
CO 



CM 

d 



a 

LU 
CO 

I 

LL 



5 

o 



CM 
CM 



a 

LU 
CO 
i 



co 

CO 



io 

CM 



oo 

CM 

d 
z 

a 

a 

LU 

CO 



CO 
CM 



o 

LU 
CO 
i 

LL 

00 



00 



3 

a 



CM 



a 

LU 

CO 
i 

DC 

00 



CO 

co 



-8- 




MELTING TEMP. (°C) 


34.64 


37.22 


26.69 


35.52 


32.67 


40.51 


24.26 


38.3 


40.99 


40.74 


35.04 


34.85 


33.66 


40.51 


36.45 


38.37 


TARGET LENGTH 


CO 

o 

CM 


cd 

CO 
CM 


LO 
O 
CO 


CO 
CM 


o 
in 

CM 


00 
CM 


CM 
CM 


CD 
CM 
CM 


CO 


CD 


00 
CO 


LO 


00 
CO 


o 


LO 

CO 


LO 

CD 
CO 


CLAMPING SEQUENCE(S) 


O) t- 
CM CO 


v- h- 
CO CM 


h- <*- 
CM CO 


CM 
CM 


SEQ ID NO: 121 
NO CLAMP 


NO CLAMP 
SEQ ID NO: 121 


SEQ ID NO: 121 
NO CLAMP 


SEQ ID NO: 27 
NO CLAMP 


CM o 
t- co 


CM i- 

r- CO 


CM 


CM 

co 


CM CM 
t- CO 


CM O 
i- CO 


CM 


NO CLAMP 
SEQ ID NO: 121 


SEQ ID NO: 
SEQ ID NO: 


SEQ ID NO: 
SEQ ID NO: 


SEQ ID NO: 
SEQ ID NO: 


SEQ ID NO: 
NO CLAMP 


SEQ ID NO: 
SEQ ID NO: 


SEQ ID NO: 
SEQ ID NO: 


NO CLAMP 
SEQ ID NO: 


SEQ ID NO: 
SEQ ID NO: 


SEQ ID NO: 
SEQ ID NO 


SEQ ID NO 
SEQ ID NO: 


SEQ ID NO: 
NO CLAMP 


PRIMER SEQUENCES 


O) o 
h- co 


CM 

co co 


CO oo 


CO CO 


co 
CO co 


CD O 
CO CD 


9F - SEQ ID NO: 91 
9R - SEQ ID NO: 92 


10F- SEQ ID NO: 93 
10R- SEQ ID NO: 94 


h-. 00 


CD O 
^J- LO 


«f— CM 

in lo 


co 5; 

LO LO 


LO co 

LO LO 


r^. oo 
lo *o 


CD O 
LO CD 


t- CM 

co <o 


11.1F- SEQ ID NO: 
11.1R- SEQ ID NO 


11.2F- SEQ ID NO: 
11.2R- SEQ ID NO 


11.3F- SEQ ID NO: 
11.3R- SEQ ID NO 


11.4F- SEQ ID NO: 
11.4R- SEQ ID NO 


11.5F- SEQ ID NO: 
11.5R- SEQ ID NO 


116F- SEQ ID NO: 
11.6R- SEQ ID NO 


11.7F- SEQ ID NO: 
11.7R- SEQ ID NO 


11.8F- SEQ ID NO: 
11.8R- SEQ ID NO 


2F - SEQ ID NO: 
2R - SEQ ID NO 


3F - SEQ ID NO: 
3R - SEQ ID NO 


5F - SEQ ID NO: 
5R - SEQ ID NO 


6F - SEQ ID NO: 
6R - SEQ ID NO 


7F - SEQ ID NO: 
7R- SEQ ID NO 


8F - SEQ ID NO: 
8R - SEQ ID NO 


EXON.FRAGMENT 
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